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Morphology
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Morphology of iPSCs 24 hours after thawing:

Cell line 1 143 Cell line 2 145 Cell line 3 146 Cell line 4 152

Cell line 5 165 Cell line 6 169 Cell line 7 102:5 Cell line 8 104:5

SUHi001-A SUHi002-A SUHi003-A SUHi004-A

SUHi005-A SUHi006-A

hPSCreg ID hPSCreg ID hPSCreg ID hPSCreg ID

hPSCreg ID hPSCreg ID hPSCreg ID hPSCreg ID

SUHi007-A SUHi008-A



QC Overview
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hPSCreg ID Line ID Clone Mycoplasma Sterility Trilineage 
diff.

SUHi001-A Cell line 1 143 1 Passed Passed Passed

SUHi002-A Cell line 2 145 2 Passed Passed Passed

SUHi003-A Cell line 3 146 1 Passed Passed Passed

SUHi004-A Cell line 4 152 3 Passed Passed Passed

SUHi005-A Cell line 5 165 2 Passed Passed Passed

SUHi006-A Cell line 6 169 3 Passed Passed Passed

SUHi007-A Cell line 7 102:5 1 Passed Passed Passed

SUHi008-A Cell line 8 104:5 2 Passed Passed Passed



Mycoplasma test
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hPSCreg ID Line ID Clone

SUHi001-A Cell line 1 143 1

SUHi002-A Cell line 2 145 2

SUHi003-A Cell line 3 146 1

SUHi004-A Cell line 4 152 3

SUHi005-A Cell line 5 165 2

SUHi006-A Cell line 6 169 3

SUHi007-A Cell line 7 102:5 1

SUHi008-A Cell line 8 104:5 2

Sterility test
No contamination was detected in any of the lines 48 hours after thawing (data not shown).



Trilineage differentiation
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Fold over reference sample is based 
on the formula:

2 – (ΔCt target tissue - ΔCt reference tissue)

Where: 
ΔCt = Ct gene of interest – Ct house 
keeping gene

Target tissue = endo, ecto or mesoderm
Reference tissue = undifferentiated iPSCs 
Gene of interest = GATA4, CXCR4, or Pax6
Housekeeping gene = GAPDH

hPSCreg ID
SUHi001-A
SUHi002-A
SUHi003-A
SUHi004-A
SUHi005-A
SUHi006-A
SUHi007-A
SUHi008-A
SUHi001-A
SUHi002-A
SUHi003-A
SUHi004-A
SUHi005-A
SUHi006-A
SUHi007-A
SUHi008-A
SUHi001-A
SUHi002-A
SUHi003-A
SUHi004-A
SUHi005-A
SUHi006-A
SUHi007-A
SUHi008-A
SUHi001-A
SUHi002-A
SUHi003-A
SUHi004-A
SUHi005-A
SUHi006-A
SUHi007-A
SUHi008-A

All iPSC lines tested were able to 
differentiate to the 3 germ layers. 
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Pluripotency analysis
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Fold over reference sample is based 
on the formula:

2 – (ΔCt target tissue - ΔCt reference tissue)

Where: 
ΔCt = Ct gene of interest – Ct house 
keeping gene

Target tissue = reprogrammed cell lines
Reference tissue = iPSC line BIONi010-C
Genes of interest = OCT4, NANOG
Housekeeping gene = GAPDH

hPSCreg ID

SUHi001-A

SUHi002-A

SUHi003-A

SUHi004-A

SUHi005-A

SUHi006-A

SUHi007-A

SUHi008-A

SUHi010-A

SUHi014-A

SUHi013-A

SUHi009-A

SUHi011-A

SUHi012-A

SUHi015-A

SUHi016-A

SUHi018-A

SUHi020-A

SUHi021-A

SUHi022-A

SUHi023-A

SUHi024-A

SUHi017-A

Control

All reprogrammed lines tested showed 
pluripotency ability. 
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