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Cell line name BIHi264-A 

Passage No. 7 

Bank Seed 

Name operator  

Date of testing  12.11.2019 

Protocol 8.4. Testing for remaining Sendai virus_CytoTune 2.0 

Sample 
A: BIHi264-A 
B: C0336 SenV positive control 

 
 
Results 
 

1,5 % standard agarose gel with DNA stain Ethidiumbromid 7µL/400 mL 
 
PCR picture: 

 
 
 
 
PCR Results - Conclusion 
 
The cell line BIHi264-A at passage 7 was tested negative for Sendai virus. 
 
 
Responsible person / date:  / 12.11.2019 
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Cell line name BIHi264-A MB01 

Passage No. 13 

Date of testing  25.02.2020 

 
IPSC´s where karyotyped using the Illumina platform and the OMNI-EXPRESS-8v1.6 Chip. The Analysis was 
done using Karyostudio 1.3. 
 
Virtual Karyotype:  
Gain (Area marked in green), Loss (Area marked in red), Loss of heterozygosity (Area marked in gray), MB 
(mega bases)  
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Conclusion: 
Based on the gender prediction of genome studio the BIHi264-A cell line is a female iPSC line. The cell line 
BIHi264-A has a normal karyotype showing no larger areas of insertions or deletions.  
 
Some of the changes can´t be detect using conventical techniques to analyze the karyotype stability like G-
Banding (LOH).  
 
Responsible person / date: / 09/03/2020 
 
 
Attachments: 
Cytogentics Report 
Table of affected genes 
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Cell line name BIHi264-A 

Passage No. 14 

Bank Master bank 

Name operator  

Date of testing  25.02.2020 

 

An aliquot of the master cell bank was thawed up and monitored during antibiotics-free cultivation with E8 
Medium. ROCK inhibitor was used only during the first 24 hours. 
 

Images:      

 
 
Conclusion: 
 
Cells from the cell bank show a good post-bank recovery after thawing and getting confluent within one 
week.  
 
The cell line BIHi264-A shows typically morphology of undifferentiated hPSC.  
 
 
 
Responsible person / date: 25.02.2020 /  
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cell line name BIHi264-A p15 

Bank Masterbank (MB01) 

Date of testing  15.07.2020 

Sample 
A: BIHi264-A 
B: HFF (human foreskin fibroblasts, negative control) 
C: BIHi001-A (human hiPSC line, positive control) 

 
The gene expression profiles of the samples were measured using Illumina HT12v4 gene expression arrays. 
The generated data was analyzed using the PluriTest bioinformatic assay for pluripotency 
(https://www.pluritest.org/) 
 
Results 
 
 pluri-raw  pluri logit-p  novelty  novelty logit-p  RMSD  

BIH264.A_MB01_p15  37.84  1.00  1.53  0.03  0.44  

HFF.Control  -72.18  0.00  3.44  1.00  0.86  

hiPSC.BIHi001.A.Control  31.32  1.00  1.50  0.02  0.44  

 
Model-Based Multi-Class Pluripotency Score: 
 

 
 
 

A score that is based on all samples (pluripotent 
cells, somatic cells and tissues) in the stem cell 
model matrix. Samples with positive values are 
more similar to the pluripotent samples in the 
model matrix than to all other classes of samples 
in the matrix. The area between the red lines 
indicates the range that contains approximately 
95 percent of the pluripotent samples tested. 
The Pluripotency Score gives an indication if a 
sample contains a pluripotent signature, but not 
necessarily if the cell preparation is a normal, 
bona-fide hESC or iPSC. 
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Novelty score: 
 

 
 
Overview: 
 

 
 
 
 

A score that is based on well-characterized 
pluripotent samples in the stem cell model 
matrix. Samples are color-coded green 
(pluripotent), orange, red (not-pluripotent) 
based on the probabilities given from the 
logistic regression model. Orange and red 
samples are more dissimilar to the pluripotent 
samples in the model matrix than the other 
pluripotent samples in the matrix. A low 
Novelty Score indicates that the test sample 
can be well reconstructed based on existing 
data from other well-characterized iPSC and 
ESC lines. 

Combines the Pluripotency Score on the y-axis 
with the Novelty Score on the x-axis. The red 
and blue background hint to the empirical 
distribution of the pluripotent (red) and non-
pluripotent samples (blue) in the test data set. 
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Quality Control: Hierarchical Clustering: 
 

 
 
Quality Control: Boxplots 
 

  
 
Conclusion 
 
The cell line BIHi264-A at passage 15 passed the PluriTest assay for pluripotency. 
 
 
Responsible person / date:  / 03.09.2020 

A plot generated by the Lumi package after 
the samples were transformed with a 
variance stabilizing transformation (VST) and 
before robust spline normalization (RSN). 
Outlier arrays with too much technical 
variation might be spotted if they do not 
cluster with their respective technical or 
biological replicates from the same sample or 
sample type. 

A plot generated by the Lumi package after 
the samples were transformed with a 
variance stabilizing transformation (VST) and 
before robust spline normalization (RSN). 
Outlier arrays with too much technical 
variation might be spotted if they show a 
different probe intensity distribution pattern 
in the box-plots when compared to the other 
arrays on the same chip or when compared 
to arrays on other chips. 








