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Chromosome 1:
FAF1, deletion, in intron
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Chromosome 12:
TMEM132D, deletion
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Chromosome 1:
PKN1, insertion, in intron

Chromosome 16:
NPIPB4, insertion
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Chromosome 2:
NRXN1, deletion, in intron L
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Chromosome 3:

PCCB, deletion, in intron Chromasnme.15:

Large homozygous Inversion

” Note: masked area points to difficult to map region (red
— circle), but it‘s outside of the SV. Present in 22,4% of
population, no genes affected.
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CKMT2;CKMT2-AS1;ZCCHCY;ACOT12, duplication o .
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