D lifecbrain

Karyotype Report

Customer sample ID:NP0106-5, 20
Internal sample ID: DE66DIVUKOD100185

Date of receipt: 2017-03-01
Gender

Stated: Unstated

Chr. X derived: Female

Genotype identity with: NP0106 HDF*-17.10.2016 / DEDIVUKO00148, NP0106-34-
17.10.2016 / DEDIVUKOO00149, NP0106-10-01.02.2017 / DEDIVUKO00182,
NP0106-12-01.02.2017 / DEDIVUKO00183

Karyotyping

Technology used: lllumina BeadArray

Product: HumanOmniExpressExome-8 BeadChip v1.3
Manifest file: HumanOmniExpressExome-8v1-3_A.bpm
Cluster file: HumanOmniExpressExome-8v1-3_A.egt

Chip barcode and segment: 200729680034 R0O6CO01
Batch ID and 96 well position:  WG1001271-MSA1 F06

Call rate: 0,997

Typing
Scanner: lllumina iScan, S/N: N234
Site of processing: Life&Brain GENOMICS, Bonn, Germany
Manufacturer: lllumina, Inc., San Diego, United States of America
Date of scan: 2017-03-22-2327

Genotype Analysis

Genome Studio: GenomeStudio V2.0.2
Genotyping module: Ver. 2.0.2

Copy Number Analysis
Algorithm applied:  CNV-Partition
Version: 3.2
Software producer: Illumina, Inc., San Diego, United States of America

Noteworthy findings
No larger chromosomal aberrations to be reported.

Analyst
Stefan Herms
Stefan.Herms@unibas.ch
Tel.: +41 61 328 50 19
Page 1 of 4 DEDIVUKO00185

NPO0106-5, 20



Control Dashboard
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ST | campey | ool [ SN[ ST | o
2057%3223%53?40_053&/01 Staining (ngga(gggzg 32197 288 OK/OK
2057%3223%53?40_053&/01 Staining [()2%21(53??5?)) 404 197 OK/OK
2057%3223%53?40_053&/01 Staining E(;H(iSnGg;g:)) 470 15595 OK/OK
2057%3223%53?40_053&/01 Staining ??224(8%%%? 266 336 OK/OK
2057%32?3%5??4?&32(401 Extension E()it7egii603n0§§) 38922 370 OK/OK
20(?7%%2?3%5??40_0;(?65(401 Extension E()itfgg%r}s%) 41762 254 OK/OK
20(?7%%2?3%5??40_0;(?65(401 Extension E()itggi?eno(?(;) 1515 25924 OK/OK
2057'52'3%%?40_0;265(;01 Extension E(Xltiggg’gf)g) 2175 25677 | Notable/OK
P | Tt T o | w | ouox
2057'52'3%%'3240_052;01 Hybridization (ngl(g'églg)) 1937 24613 OK/OK
200‘37'52'3%%'3340_%52(401 Hybridization H(yzbog\s"ggi?“é;‘) 498 15824 OK/OK
20&%%2@%’3840_0;3;01 Hybridization (';%’gl(;gg‘g) 2111 4871 OK/OK
205723%%5?4?&3%01 Stringency (Sstgggg(gll\g 25350 443 OK/OK
2057%3%%5?4@&330/01 Stringency (Sstrsiggs(gﬂol\g 4630 155 OK/OK
Lo e | Seyd | w0 | | onor
2057%3%%}83?40_0;36%/01 Nogi_nsdﬁﬁgffc l(\lzsgz(zggg)) 374 179 OK/OK
P || R | i | | ouon
o | e | | | oux
e | e | el | ma | | o
2057'523243%}3240_053&/01 Polyl\rlr?(?r-phic (16’5&%)24) 16192 287 OK/OK
| | iy | | mw | oux
o | e | | s | o
20(?723%%?4?&520/01 Restoration (232?%23) 381 3n OK/OK

All ,Notable“ tagged probes are within specs. The karyogram can be evaluated.
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Karyogram
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Copy Number Analysis

Copy number events will be reported if larger than 350'000 base pairs.

Database of Genomic Variants comparison: Number stated represent population based copy number variants that span the reported
event completely.

Copy number analysis
Algorithm applied: CNV-Partition
Version: 3.2
Software producer: lllumina, Inc., San Diego, United States of America

Sample ID Chr Start End Type | Length Marker CN DGV Comparison
count Confidence

DEDIVUKO00185 13 67141362 68471414 3 1330052 318 897,5023
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