Supplementary Figure 2

CLEARING OF SENDAI VIRUS IN IPSC
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with sendai PBMC Tie2+ PBMC Tie2+ PBMC Tie2+
BACKBONE Sendai 1 5,69027E07 6,65066E-07 8,38899E-07 7,53442E07 9,180026-07  1,10693E-06
cMYC 1 6,1411E-07  7,17758E-07 9,05363E07 8,13136E-07 9,90733E07 1,19463E-06
KOS 1 842479605 9,8467E-05  0,000124204 0,000111552 0,000135916 0,000163888

Supplementary Figure 2 : Clearing of Sendai virus in iPSC. RT-QPCR analysis
was done with 3 couples of primers, in the backbone of the sendai virus, in
the c-Myc inserted in the virus and in the OSKM part inserted in the virus
Each sequence is provided in the Table 1.



