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target Exon 1 ATG




NI-A NK/NN-G NG-T HD-C

SD_18 GFP SCRT1 ATG

forward
AVHAWRNALTGAPLNLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQAL
ETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQAL
ETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQAL
ETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNIGGKQAL
ETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQAF

GNRTTDC

HD-NN-NN-HD NN-NN-HD-NI NG-NG

CGGC GGCATT

reverse
PEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLT
PEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNIGGKQALETVQRLLPVLCQAHGLT
PEQVVAIASNGGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQALETVQRLLPVLCQAHGLT
PEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLT
PEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLT

PEQVVAIASNKGGRPALESIVAQ

NN-NN-HD-NI NG-NG-HD-NN NN-HD-NK

GGCA TTCG GCG

CGGC GGCA TTCG GCG

NI-A NK/NN-G NG-T HD-C

SD_19 RFP SORT1 ATG

forward
MRSRGAPLNLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQALETVQRL
LPVLCQAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQALETVQRL
LPVLCQAHGLTPEQVVAIASNIGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQALETVQRL
LPVLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQALETVQRL

LPVLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGMTPEQVVAIASHDGRKASLWKQ

HD-HD-NN-HD NI-NN-HD-NG HD-HD

CCGC AGCTCC

reverse
QAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLC
QAHGLTPEQVVAIASNGGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLC
QAHGLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLC
QAHGLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNIGGKQALETVQRLLPVLC

QAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNKGGRPALESIVAQ

NN-HD-NG HD-HD-HD-HD NI-NN-NK

GCT CCCC AGG

CCGC AGCT CCCC AGG
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Primer for screening
TALsortilinfw: CGTTCCAGCCAATCAGTCCC 241 bp vorATG
TALsortilinrev: AGCTTGGCGACGAAGTCC 287 bpnachATG

Produkt: 528 bp




clone 11

240 250 260 270 280 290 300 310

GGGCGCGCCGGGCGGCAGGTGTCG- -~~~ ===~ — === — == === —— TGGAGCGGCCCTGGGGAGCTGCGGACGGCCTCTCGC

T

GGGCGCGCCGGGCGGCAGGTGTCGGCGT CGGCGGCATTCGGCGGCGATGGAGCGGCCCTGGGGAGCT GCGGACGGCCTCTCGC

Myl

GGGCGCGCCGGGCGGCAGGTGTICG-— ==~ === === ———————————— TGGAGCGGCCCTGGGGAGCTGCGGACGGCCTCTCGC

e _I—M\/wwwxj\}\wwwmmwm

GGGCGCGCCGGGCGGCAGGTGTCG-— ===~ === === — === ———— TGGAGCGGCCCTGGGGAGCTGCGGACGGCCTCTCGC

clone 13

240 250 260 270 280 290 300 310

CGGGCGCGCCGGGCGGCAGGTGTCGGCGTCGGCGGCATTCGGCGGCGATGGAGCGGCCCTGGGGAGCTGCGGACGGCCTC

Tl

CGGGCGCGCCGGGCGGCAGGTGTCGGCGTCGGCGGCATTCGGCGGCGATGGAGCGGCCCTGGGGAGCTGCGGACGGCCTC

s Vissaa i nanama s ananiang, W

CGGGCGCGCCGGGCGGCAGGTGTCGGCGTCGGCGGCATTCGGCGGCGATGGAGCGGCCCTGGGGAGCTGCGGACGGCCTC

WA A Aaadandl) A A A A AR

CGGGCGCGCCGGGCGGCAGGTGTCGGCGTCGGCGGCATTCGGCGGCGATGGAGCGGCCCTGGGGAGCTGCGGACGGCCTC
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