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BMPR1APS2 SORL1 — RNUG-256P
LOC105369535
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target Exon 1 ATG




NI-A NK/NN-G NG-T HD-C

SD_14 GFP SORL1 ATG

forward
AVHAWRNALTGAPLNLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQAL
ETVQRLLPVLCQAHGLTPEQVVAIASNIGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQAL
ETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNIGGKQAL
ETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQAL
ETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQAL

ETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQALETVQRLLP

NN-HD-NI-NN-NG-NI-NN-HD-NN-NG-NG

GCAG TAGC GTT

reverse
ETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNIGGKQAL
ETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQAL
ETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQAL
ETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQAL
ETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQAL

ETVQRLLPVLCQAHGLTPEQVVAIASHDGGRPALESIVAQ

NG-NI-NN-HD-NN-NG-NG-HD-NN-HD-HD

TAGC GTTC GCC

GCAG TAGC GTTC GCC

NI-A NK/NN-G NG-T HD-C

SD_15 RFP SORL1 ATG

forward
LTGAPLNLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQALETVQRLLP
VLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQALETVQRLLP
VLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQALETVQRLLP
VLCQAHGLTPEQVVAIASNGGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQALETVQRLLP
VLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQALETVQRLLP

vLC

HD-HD-HD-NG-HD-HD-NG-NN-HD-NG

CCCTCCTGCT

reverse

TPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGL
TPEQVVAIASNGGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNNGGKQALETVQRLLPVLCQAHGL
TPEQVVAIASHDGGKQALETVQRLLPVLCQAHGLTPEQVVAIASNGGGKQALETVQRLLPVLCQAHGL
TPEQVVAIASNNGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGL
TPEQVVAIASNGGGKQALETVQRLLPVLCQAHGLTPEQVVAIASHDGGKQALETVQRLLPVLCQAHGL

TPEQVVAIASHDGGRPALESIVAQ

HD-HD-NG-NN HD-NG-NN-HD NG-HD-HD-

CCTG CTGC TCC

CCCT CCTG CTGC TCC
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Primer for screening
TALsorlafw: AGAAAGTGCGCGAAAGGGAC 230 bp vorATG
TALsorlarev: TTGCAAAACTGCTCACCTGTC 301 bp nachATG

Produkt: 531 bp




clone 17 —ATG KO

320 330 340 350 360 370

b b b b b b b b v v 1

280 290 300 310

b b b b v b b b

D Translate P Consensus

TCTCCTGGCGGCGGCGCCACCTGCAGTAGCGTTCg---==========--~ CgGAGCAGCAGGAGGGAGTCGCGACTCCCGTTCCTATTCACCCTGGTCGC

sorla atg region DS(1>630)—
< H06_S17_R .ab1(1>467) —

< HO5_S17_F.ab1(1>483) —

clone6 —ATGWT

TCTCCTGGCGGCGGCGCCACCTGCAGTAGCGTTCGCCCGAACATGGCGACACGGAGCAGCAGGAGGGAGTCGCGACTCCCGTTCCTATTCACCCTGGTCGC

ot et L 0L

ITCTCCTGGCGGCGGCGCCACCTGCAGTAGCGTTCG- - - - = - - === ——————— GAGCAGCAGGAGGGAGTCGCGACTCCCGTTCCTATTCACCCTGGTCGC

N i i . A

ITCTCCTGGCGGCGGCGCCACCTGCAGTAGCGTT-- - - - === == —————— CGGAGCAGCAGGAGGGAGTCGCGACTCCCGTTCCTATTCACCCTGGTCGC
280 290 300 310 320 330 350 360 370

o b b b b b b b b b b b b b b b b b b s Lo s

D Translate P Consensus

TCTCTCCTGGCGGCGGCGCCACCTGCAGTAGCGTTCGCCCGAACATGGCGACACGGAGCAGCAGGAGGGAGTCGCGACTCCCGTTCCTATTCACCCTGGTCG

sorla atg region DS(1>630)—
<7 (02_S6_R.ab1(1>484) —

< C01_S6_F.ab1(1>456)

TCTCTCCTGGCGGCGGCGCCACCTGCAGTAGCGTTCGCCCGAACATGGCGACACGGAGCAGCAGGAGGGAGTCGCGACTCCCGTTCCTATTCACCCTGGTCG

(ol

TCTCTCCTGGCGGCGGCGCCACCTGCAGTAGCGTTCGCCCGAACATGGCGACACGGAGCAGCAGGAGGGAGTCGCGACTCCCGTTCCTATTCACCCTGGTCG

[TCTCTCCTGGCGGCGGCGCCACCTGCAGTAGCGTTCGCCCGAACAT GGCGACACGGAGCAGCAGGAGGGAGTCGCGACTCCCGTTCCTATTCACCCTGGTCG




250—  M— . SORLA

5o W S s | o-tubulin




