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NB: No cytometry analysis for BERSte.004 and BERSte.014

but same kinetic during differenciation

Validation of hiPSC lines from patient BERste.

A. gPCR measurement of SeV, Oct4, Nanog and Sox2 expression in indicated cell lines.

B. Summary of the SNP analysis of the hiPSC lines generated at the iPSC core facility of Nantes.
C. Early differentiation of feeder-free hiPSC lines. Flow cytometry profile for ectoderm (PAX6/SOX2),
endoderm (SOX17/CXCR4) and mesoderm (CD140b or CD144) germ layer after trilineage differentiation.



B Alele Freq

Log R Rato

£ Alele Freq

8 8

g

GT Samples BERste 002 [20]

1pxi=T13KB)

GT Samples BERste 002 [20]

1pxI=T13K8)

B Alele Freq

B Allele Freq

Log R Rato

GT Samples BERste 0021,
0 e

B Alele Freq

Log R Ratio

§388588

200
11 €
GT Samples BERste 002 [20] (1px.

GT Sample
00 7

g or
gom
0%
S o
0
2
s 100
€ o
8w
200
2; CREIED
o
100
g ot
$ 050
2
G 02
000
g 100
4
£ o
300
20
nQ

12,




GT Samples BERste 004 22] (1pxi=71
00 o

GT Samples BERste.004 [22] (1pxi=712KB)
T

B Alele Freq
3 &

Log R Ratio
LogRRatio

GT Samples BERste.004 22 (1px|=713KB)

B Alele Freq
B

Log R Rato

; COEETETTTEDETTET TR
GT Samples BERste.004 [22]

B Allele Freq
o o

B Alele Freq
°

GT Samples BERste 004 22 (1pxi=713K8)

BAlele Freq

GT Samples BERste 004 [22] (1pxI=T13KB) 2.0, 5T Samples BERste 004 122)

Log RRatio

Log R Ratlo

EB 8%

B Alele Freq

Log R Ratlo

B Alele Freq

GT Samples BERste 004
00

GT Samples.

GT Samples
00

B Alele Freq

OK

B Asele Freq

GT Sample
o0 =

B Allele Freq

Log R Rato

000
-1.00
200
"

712




it

GT Samples BERste 014 23] (1pxi=712KB)

B Atele Freq
w8 o

. CorEOCEETETETT

; COEETETTTNREITET TR :
GT Samples BERste 014 [23] (1pxI=T13KB) 100 S Samples BERste 014123) (103!

B Alele Freq

GT Samples BERste 014 [23] (1pxi=T12KB)

. S

3 &

B Alele Freq

BAlele Freq

8

Log RRatio

B Alele Freq

Log R Ratlo

Log R Ratio

GT Samples BERste.0.
0

B Alole Freq

Log R Rato

GT Samples BERste 0.

B Alele Freq

B Asele Freq

GT Sample
o0

o o o
® 8 &




