
Sequencing analysis:
Screening Primers (923 bp. approx. 385 and 538 bp after digestion with BclI)

TBK1ex2_fw: gagttaagcacagaaagtgatattg

TBK1ex2_rv: ttactccaatctactttgtaggatg

Sequencing of TBK1 KO cl. 24-54, with insert of TGATCAC (cut by BclI) and GTCTAAT (not cut by BclI)
 in each allele, both resulting in a premature stop codon and an out of frame mutation

Clonal purity assessment:
TBK1_abs1AGAGCACTTCTAATCATCTGTGG

TBK1_abs1GGGATCAAAATCACCAAGTCACA

Product l 183

TBK1_abs2TGTTTCTTAGCTGTGTTACTCCC

TBK1_abs2TCAGATAAAAGCCACAGATGATT

Product l 127

Alternatively, the following primer pair can be used:

TBK1_abs2TCATGTCAGTAACAGATAATGGGTG

TBK1_abs2TCAGATAAAAGCCACAGATGATT

Product l 183

TBK1_abs1TGCAGAGCACTTCTAATCATCTG

TBK1_abs ATGCAGAGCACTTCTAATCATCT
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